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	Maturity
	37 stars on github, multiple closed issues. Based on issues, it looks still maintained
	1 star on the GitHub, 0 issues

	Publication 
	Nature Communication
	Applied and Environmental Microbiology

	Database
	 SARG
	Comprehensive Antibiotic Resistance Database (CARD) for ARGs, the Virulence Factor Database (VFDB) for VFs, and a consolidated MGE database incorporating ISfinder, TnCentral, INTEGRALL, and the PlasmidFinder database

	Normalization
	computes ARGs per bacterial cell or per 16S copy number (more biologically meaningful)
	by total bases sequenced or by total reads sequenced

	Risk Classification System
	Uses a 5-tier ranking (Rank I-IV + Unassessed) based on clinical evidence and horizontal gene transfer potential
	 multi-dimensional risk assessment system: RiskVector, RiskModule, CoocurScore, RiskIndex, Co-occurrence Matrix 

	Assessment
	Considers only ARGs
	Considers ARGs + MGEs (Mobile Genetic Elements) + VFs (Virulence Factors)



